INTRODUCTION
Genetic diversity study is an important requirement for understanding genetic variation within and among breeds, strains and lines and future animal breeding strategies ( The objective if this study was preliminary characterization of the levels of the genetic diversity of two critically endangered and one extinct national breeds of goose, using the microsatellite loci analysis.
MATERIAL AND METHODS
Samples for analysis were taken from 102 geese, included Suchovska (n = 32), Slovak (n = 20) and Tesedik (n = 50) Goose. Samples from Suchovska and Slovak Goose were collected on Nationwide Exhibition of Animals in 2003. Birds came from different breeders, predominantly from west part of Slovakia. Samples from Tesedik Goose were collected from pedigree breeding in 2005. Blood samples were used to isolated genomic DNA followed the protocol of Wizard Genomic DNA Purification Kit (Promega). For diversity studies were used six Anatidae species-specific microsatellite markers (Aalμ1, Bcaμ1, CKW21, TTUCG5, Ans2 and Ans25). Genotyping was conducted using standard laboratory procedure for PCR. The genetic diversity was assessed in 102 individual genotypes in two national goose breeds Suchovska and Slovak and one extinct production crossbreed Tesedik Goose. A total of 40 alleles were found across 6 detected microsatellite loci with a mean number of 6.67 alleles per locus. The mean observed heterozygosity in total population was 0.40. The degree of inbreeding of Suchovska, Slovak and Tesedik calculated as a mean FIS was 0.15, 0.11 and 0.07 respectively. The populations were low differentiated, with a mean FST value 0.075 in total population. The highest genetic distance was estimated between Slovak and Tesedik (0.087). The results of genetic diversity showed that Suchovska and Slovak Goose satisfies criteria for endangered breeds. Buchholz (1998) Six pairs of primers were amplified in one multiplex PCR reaction (1U AmpliTaqGold). PCR amplification was performed on a thermal cycler MJ Research (anneling 59 0 C/60s., 35 cycles). Amplified PCR products were electrophoresed on sequencer ABI 310 (Applied Biosystems). The size of the analyzed DNA fragments were determined in base pairs using computer package GeneScan v.3.7 (Applied Biosystems), by comparing to an internal size standard (LIZ 500, Applied Biosystems). The total number of alleles, the average number of alleles per locus, expected and observed heterozygosity and polymorphic information content (PIC) of microsatellite loci (Botstein et al., 1980; Weir, 1996) were estimated using 
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RESULTS AND DISCUSSION
Genotyping in total population of 102 individuals for 6 polymorphic microsatellite loci a total of 40 different alleles were detected. The mean number of alleles was 6.67, with the range extending from 4.17 (Suchovska) to 4.67 (Tesedik). Number of effective alleles across all population range near 2, with a mean number of effective alleles 2.19. A total of 11 private (breed-specific) alleles were detected. Private alleles with a frequency < 0.1% occurred only in Slovak breed ( Table 2) . and Bcaμ1 locus. In a total population LD was found in 6 out of 15 pairs of loci, with the highest number of locus-pairs with significant LD in Suchovska (5) breed ( Table 2) . Table 4) . The effective population size as the indicator of the amount of genetic variation present in the population confirms the low level of genetic variation in Slovak national goose breeds. At the same, the decrease of effective population size leads increases to extent of LD. Higher number of alleles and observed heterozygosity in Tesedik Goose points to higher genetic diversity compare with Slovak national goose breeds, caused by crossbreeding and high number of individuals. (1995) , Ne should exceed 500 animals otherwise, this accumulation of slightly deleterious mutations will deem the population to extinction. It is important to monitor Ne, because it can be smaller than expected due to any effect increasing variance of the family size of an animal (e.g. selection, unequal survival rates). A rapid strategy to minimize inbreeding would be therefore to maximize the effective population size in flocks and increase the male: female ratio in some breeds (Larivière et al., 2011).
For reducing the inbreeding rate in population, the effective population size needs to be increased for which many strategies are. These can be equalization of family sizes ( 
CONCLUSIONS
The estimated low genetic diversity and uniqueness coupled with the low effective population size confirm that Suchovska and Slovak Goose are critically endangered and their preservation is required. In addition, these breeds are carriers of the gene pool of the indigenous local geese that no longer exist. For the future application, the increase a number of tested microsatellite markers is necessary.
